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ENTEREI 



3 <110> APPLICANT: FARWICK, MIKE 

4 HUTHMACHER, KLAUS 

5 PFEFFERLE, WALTER 

7 <120> TITLE OF INVENTION: NEW NUCLEOTIDE SEQUENCES WHICH CODE FOR THE MIKE17 GENE 
9 <130> FILE REFERENCE: 21123/280108/MAS 

11 <140> CURRENT APPLICATION NUMBER: 09/825/293 

12 <141> CURRENT FILING DATE: 2001-04-04 

14 <150> PRIOR APPLICATION NUMBER: DE 100 47 867.0 

15 <151> PRIOR FILING DATE: 2000-09-27 

17 <160> NUMBER OF SEQ ID NOS : 4 *. 
19 <170> SOFTWARE: Patentln Ver. 2.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 1890 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Corynebacterium glutamicum 

26 <220> FEATURE: 

27 <221> NAME/KEY: CDS 

28 <222> LOCATION: ( 252 )..( 1673 ) 

29 <223> OTHER INFORMATION: mikE17-Gen 

31 <400> SEQUENCE: 1 

32 aaccccgttt ggtatcaacc aaaaagttta gacagcccaa ccttccgatc cagggagcaa 60 
34 ctttgcgcag gtgacacaat tatcccaaca gttgcaccgt aggtgcctaa aaagttcccg 120 
3 6 gggcggatgt ggcccgacca cgccgggcac ctggtggcgg cgggctgcgt cgaaaagcga 180 

3 8 aaatcaacaa gtttgcaaca cctcagtgcc aagagtggtt aaggtgatgg tgatcacgct 240 

4 0 atagttgcgc c atg gga aag aca tat gtg ggg tec agg ctg cgc caa ctg 290 

41 Met Gly Lys Thr Tyr Val Gly Ser Arg Leu Arg Gin Leu 

42 1 5 10 
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266 <210> SEQ ID NO: 3 

267 <211> LENGTH: 19 

268 <212> TYPE: DNA 

269 <213> ORGANISM: Corynebacterium glutamicum 

271 <220> FEATURE: 

272 <223> OTHER INFORMATION: Primer mikE17-intl 

274 <400> SEQUENCE: 3 

275 aatggatcac gatgtcacc 19 

278 <210> SEQ ID NO: 4 

279 <211> LENGTH: 19 

280 <212> TYPE: DNA 
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281 <213> ORGANISM: Corynebacterium glutamicum 

283 <220> FEATURE: 

284 <223> OTHER INFORMATION: Primer mikE17-int2 

286 <400> SEQUENCE: 4 

287 tagtgggtga agtggaagc 19 
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